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HGUREl 



R354 64 GGCCGGGTCG TTTCTCGCCT GGCTGGGATC GCTGCTCCTC TCTGGGGTCC 50 

ORF PGR FSP GWDR CSS LGS 16 

R35464 TGGCCGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 100 

ORF WPADRERSIHD'FCLVSK 33 

R354 64 GGTGGTGGGC AGATTCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 150 

VVG R£RA SMP RWW YNVT 50 

R354 64 CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 200 

DGS CQL r V r G GCD GNS 56 

R354 64 AATAATTACC TGACCAAGGA GGAGTGCCTC AAGAAATGTG CCACTGTCAC 250 

ORF NNYLTKEECLKKCATVT 83 

R354 64 AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 30 0 
ORF ENA TGDL ATS RNA ADSSlOO 

R35464 CTGTCCCAAG TGCTCCCAGA AGGCAGGATT CTTGAAGACC ACTTCAGCGA 3 50 

ORF VPS APR RQDS- RPLQR 116 

R354 64 TATGTTTCAA NTATTGNAAG AATAATTGCA CCGNCAACGN ATT 393 

ORF YVS* I*R IIA P*T* 



130 



KEY 

R35464 - Nucleic acid sequence of EST R35464 (SEQ ID NO: 12) 
ORF « EST R35464 Open Reading Frame Translation (SEQ IDNO: 13) 
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nGURE2 

R745d3 GCAATAATTA CCTGACCAAG 
ORF Q * L P D Q G 

R74593 ACAGAGAATG CCACGGGTGA 
ORF REG H G * 

R74593 CTCTGTCCCA AGTCTCCCAG 
ORF L C P K S P R 

R74 593 TATGTTCAAC TATGAAGAAT 
ORF M F N Y E E y 

R7 4593 GCCGTGCATC CTTCCCACGC 
ORF R A S F P R 

R7 4 593 AATAACTTCA TCTATGGAGG 
ORF N N F r Y G G 

R74593 TGAGGAGGCC TGCATGCTCC 
ORF E E A C M L R 

R74593 TGCCCCTTGG CTCAAAGGTG 
ORF P L G S K V 

R74593 TGTTGATCCT TTTCCTGGGG 
ORF C * S F S W G 

R74593 CAAGGAGGAA CCAGGAGCGT 
ORF K E E P G A C 

R74593 GACAAGGGNT 
ORF Q G 



GAGGAGTGCC TCAAGAAATG TGCCACTGTC SO 

GVP OEM CHCH 17 

CCTGGCCACC AGCAGGAATG CAGCGGATTC 100 

PGHQ QEC SGF 33 

AAGGCAGGAT TCTGAAGACC ACTCCAGCGA 150 

RQD SEDH SSD 50 

ACTGCACCGC CAACGCAGTC ACTGGGCCTT 200 

CTA NAV TGPC 67 

TGGTACTTTG ACGTGGAGAG GAACTCCTGC 250 

WYFD VER NSC 83 

CTGCCGGGGC AATAAGAACA GCTACCGCTC 300 

CRG NKNS YRS 100 

GCTGCTTCCG CCAGCAGGAG ;U\.TCCTCCCC 350 

CFR QQE NPPL 117 

GTGGXTCTGG CCGGGGCTGT TTCGTGATGG 400 

VVLA GAV S*W 133 

AGCNTCCATG GTCTTACTGA TTCCGGGTGG 4 50 

ASM VLLI PGG 150 

GCCCTGCGGA NCGTCTGGAG CTTCGGAGAT 500 
PAX RLE LRR*167 

510 
169 



KEY 

R74593 - Nucleic acid sequence of EST R74593 (SEQ ID NO: 14) 
ORF EST R74593 Open Reading Frame Translation (SEQ ID NO: 151 
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HGURES 



R35464 

N39798 

H94S19 

R74593 corr. 

Consensus 

Translation 

R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 

R35464 
N39798 
H94519 

R74593 corr. 

Consensus 

Translation 

R3S464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 

R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 

R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 

R354fi4 

M39798 

H94519 

R74593 corr. 

Consensus 

Translation 

R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translacxon 



GGCCGGGTCGT TTCTCGCCTG GCTGGGA-TC GCTGCTCCTC TCTGGGGTCC SO 

TGGGANTC GCTGCTCCTC TCTGGGGTCC 2 8 
GCNGCG-CGT TNNTCGCNT- GCTGGGA-TC GCTGCACCTC TCTGGGGTCC 47 

GGCCGGGTCGT TTCTCGCrrG nCTGna^^rr GCTGCTCCTC TCTGGGGTCC 50 
AGSF LAW L G S LLL SGV -3 

TGGCCGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 100 
TGG'CCGCCC ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 77 
NGG-CGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 96 

TGG-CGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 99 

LAAa a£a axa a£ci* 3i^K is 

GGTGGTGGGC AGATTCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA ISO 
GGTGGTGGGC AGATGCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 127 
GGTGGTGGGC AGATGCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 14 6 

GGTGGTGGGC AGATfiCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 149 
ECfiA Sl n Z EHM X ^ }L Z 32 

CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 200 
CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 177 
CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 196 

2 

CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 199 
HQS C a L fliiXG a C Q, a H S 48 



AATAATTACC 
AATAATTACC 
AATAATTACC 
AATAATTACC 
AATAATTACC 
M H ^ L 

AGAGAATGCC 
AGAGAATGCC 
AGAGAATGCC 
AGAGAATGCC 
AGAGAATGCC 
E N A 

CTGTCCCAAG 
CTGTCCCAAG 
CTGTCCCAAG 
CTGTCCCAAG 
CTGTCCCAAG 
VPS 



TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
T K E 

ACGGGTGACC 
ACGGGTGACC 
ACGGGTGACC 
ACGGGTGACC 
ACGGGTGACC 
T G D L 

TGCTCCCAGA 
TGCTCCCAGA 
TGCTCCCAGA 
TGCTCCCAGA 
TGCTCCCAGA 
APR 



GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
E C L 

TGGCCACCAG 
TGGCCACCAG 
TGGCCACCAG 
TGGCCACCAG 
TGGCCACCAG 
ATS 

AGGCAGGATT 
AGGCAGGATT 
AGGCAGGATT 
AGGCAGGATT 
AGGCAGGATT 
R Q D S 



AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
K K C A 



CCACTGTCAC 250 
CCACTGTCAC 227 
CCACTGTCAC 24 6 
CCACTGTCAC 52 
CCACTGTCAC 24 9 
T V T 55 



30C 



CAGGAATGCA GCGGATTCCT 

CAGGAATGCA GCGGATTCCT 277 

CAGGAATGCA GCGGATTCCT 296 

CAGGAATGCA GCGGATTCCT 102 

CAGGAATGCA GCGGATTCCT 2 99 

RNA ADS5 32 

CTTGXAGACC ACTTCAGCGA 3 5C 
CT-GAAGACC ACTCCAGCGA 32 5 
CT-GAAGACC ACTCCAGCGA 34 5 
CT-GAAGACC ACTCCAGCGA 151 
CT-GAAGACC ACTCCAGCGA 34 8 
E D H S S D 93 



TATGTTTCAA NTATTGNAAG AATAATTGCA CCGNCAACGN ATT 393 

TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG 372 

TATGTT-CAA CTA-TG-AAG AATACTGGCA CCGCCAACGC ATTCACTGGG 392 

TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG :57 

TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG 3 94 

Mr N t Z Z X C T ANA VTG i:3 
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nGURE3(CONT) 



CCTTGC-GTG GAATCCTTTC CCACGCTGGN AATTTNGACG TTGAGAAGGA 421 

CCT-GC-GTG -CATCCTT-C CCACGCTGGT ACTTT-GNCG 427 

CCTTGCCGTG -CATCCTT-C CCACGCTGGT ACTTT-GACG TGGAGA-GGA 24 3 

CCTTGCCGTG -CATCCTT-C CCACGCTGGT ACTTT-GACG TGGAGA-GGA 44 0 

PCRA SF PRWYFDVERN129 



R35464 
N39798 
H94519 
R74593 corr. 
Coa5enau3 
Tranaiacioa 

R35464 
N39798 
H94519 
R74593 corr, 
Con^enaua 
Tranaiacion 

R35464 
N39798 
H94519 
R74593 corr. 
Consensus 
Translation 

R35464 
K39798 
H94519 
R74S93 corr. 
Consensus 
Translation 

R3 54 64 
N39798 
H94519 
R74593 corr. 
Consensus 
Translation 

R35464 
N39798 
H94519 
R74593 corr. 
Consensus 
Translation 

R3S464 
M3979a 
H94519 
R74593 corr. 
Consensus 
Translation 

KEY 

R35464 » Nucleic acid sequence of EST R35464 (SEQ ID NO. 
N3979a « Nucleic acid sequence of EST N39798 (SEQ ID NO. 
H94519 - Nucleic acid sequence of EST H945I9 <SEQ ID NO. 
R74593 corr. » Corrected ver3ion of (SEQ ID NO.: 14) G ac b.p. 
Consensus « Nuceiic acid sequence for human biJcunin (SEQ 10 NO. 
Translatxon =• Airuno acxd Translation of Consensus (SEQ id no. : 







ACTCCTGCAA 


TAACTTCATC 


TATGGAGGCT 


GCCGGGGCAA 


TAAGAACAGC 


ACTCCTGCAA 


TAACTTCATC 


TATGGAGGCT 


GCCGGGGCAA 


TAAGAACAGC 


S C N 


N F I 


Y G G C 


R G N 


K N S 






TACCGCTCTG 


AGGAGGCCTG 


CATGCTCCGC 


TGCTTCCGCC 


AGCAGGAGAA 


TACCGCTCTG 


AGGAGGCCTG 


CATGCTCCGC 


TGCTTCCGCC 


AGCAGGAGAA 


Y R S E 


E A C 


MLR 


C F R Q 


Q E N 






TCCTCCCCTG 


CCCCTTGGCT 


CAAAGGTGGT 


GGTTCTGGCC 


GGGGCTGTTT 


TCCTCCCCTG 


CCCCTTGGCT 


CAAAGGTGGT 


GGTTCTGGCC 


GGGGCTGTTT 


PPL 


PLCS 


K V V 


V L A 


GAVE 






CGTGATGGTG 


TTGATCCTTT 


TCCTGGGGAG 


CNTCCATGGT 


CTTACTGATT 


CGTGATGGTG 


TTGATCCTTT 


TCCTGGGGAG 


CNTCCATGGT 


CTTACTGATT 


• W c 


* S F 


S W G A 


S M V 


L L I 







423 



145 



162 



179 



CCGGGT(3GCA AGGAGGAACC AGGAGCGTGC CCTGCGGANC GTCTGGAGCT 4 93 
CCGGGTGGCA AGGAGGAACC AGGAGCGTGC CCTGCGGAN C GTCTGaAnr.T 690 
PQQK EEP GAC PA^R LE:. Z12 



195 



TCGGAGATGA CAAGGGNT 
TCGGAGATGA CAAGGGNT 
R R * Q G 



•"03 
217 



12) 
17) 
16) 



114 
: 9) 
IG) 
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Figure 4 A. 

Schematic depicting the overlap of ESTs bearing homology 
to the cDNA sequence encoding placental bikunin 
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Figure 4B 
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n39876.gbxnew ► 
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Figure 4C 

I 50 

BiKunin GCGA CCTCCCCCCG TTCCCAGGTG TAGCGCGGCT CTGAACCCGT 

N4 095I GCGA CCTCCCCCCG TTGGGAGCTC TACCCCCCCT CTGAACCCGT 

6 , GCGA CCTCCGCGCG TTGGGAGGTC TAGCGCGGCT CTGAACCCGT 

R87894 , 

HI 68 66 CGCCA CCTCCGCGCG TTGGGACGTG TACCCCG.CT CTGAACCGCN 

R34a08 

T6605a , . 

NS'?450 T TAGCGCGGCT CTCAACGCNA 



N573'?4 

H94519 
N39798 
H87300 
R74S93 
R31730 
R34701 
H02982 
R32676 
T47439 
R73968 
H39840 
H95233 
H39841 
N30199 
T52966 
H2 9S0a 
N26919 
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Figiarft 4C (Con't) 

51 100 

aiXunin GNA GGCCCG TTCAGTGTCG CAGGCGGCCA GGGCGCCAGT CACGAGCAGA 

N40a51 MGAGNCCCCC TTGAGTCTCC CAGGCGGCCA GGGCGCCAGT CAGGAGCAGA 

M3 9876 GC A, GGCCCG TTCAGTGTCG CAGGCGGCCA GGGCGCCAGT CAGGAGCAGA 

TTGACTCTNG NACGCGGCGA GGGCCCGAGT GRCGAGCAGA 

HI 68 66 . .ANGGCCCG TTCAGTGTCG CACCCCGC.A CCCCN.CAGT CAGGAGCAGA 

R34a08 G GAGCAGCAGA 

T66058 

H51450 GAAGNCGCCC TTCAGTGTCG CAGCCCCCGA GGGCGCCAGT CACGAGCAGA 

N5')274 ACA 

RJ54 64 , 

H94519 

N39198 , 

1187300 

R745&3 

R31730 

R34701 

H029a2 

R32676 

747439 

R73968 

H39840 

H9S233 

H3984; 

W30199 

T52966 

N29508 

N26919 

N26910 

ftl6757 

N27732 



SUBS" 
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Figure 4C (Con't) 







:oi 






150 




Bikunin 


CCCAGGCATC 


GCGCGCCCAG 


AAGNC GGCC GTCCCCACAC 


TGAACGTCCC 




N40851 


CCCAGCCATC 


CCGCGCCGAG 


AACNC.GGGC GTCCCCACAC 


TGAACCTCCG 




N39876 


CCCAGGCATC 


CCGCGCCGAC 


AAGNC. GGGC NTCCCCACAC 


TGAACCTCCG 




1187894 


CCCAGGCATC 


CCGCGCCGAG 


AACGCCGGGC GTCCCCACAC 


TCAAGGTCCG 




HI6d66 


CCCAGGCATC 


CCGCGCCGAG 


AACNC.GGGC GTCCCCACAC 


TGAACCTCCG 




R3430e 


CCCAGGCATC CCCCCCCGAC AAGNC.CCGC GTCCCCACAC 


TGAACCTCCG 




T&60S8 












N3745Q 


CCCAGGCATC 


CCGCGCCGAG 


AACNC.GGGC GTCCCCACAC 


TGAACCTCCG 




N57374 


CCCAGGCATC 


CCGCGCCGAG 


AAGNC. GGCC GTCCCCACAC 


TCAAGGTCCG 




A3S464 












H94S19 












N39799 












H87300 












R74593 










\l 


R31730 












R34701 










uJ 


H02982 












R32616 










m 


T47439 












R73969 
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H95233 
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T52966 












K2950a 












N26919 












N2691G 












, H16757 












N27732 
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Figure 4C (Con't) 

151 20C 

Bikunin GAAAGCCGAC TTCCGCGGGC TTTGCCACCT GCCCGACCCT CCCGGAGCGT 

N40a51 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

N 3 98 7 6 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

R8*7894 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

HI 68 66 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT CCCCGACC.T CCCCCAGCN. 

R34808 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

T6605a GGACCCT CCCGGAGCGT 

N57450 GAAAGGCGAC TTCCGCGGGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

N5737 4 GAAAGGCGAC TTCCCGGCGC TTTGGCACCT GGCGGACCCT CCCGGAGCGT 

R354S4 

H94S1» 

N3979e 

HB7300 

R74593 

R3X730 

tl34701 

H029a2 

R32S76 

T47439 

R73968 

H39840 

H95233 

H39841 

N30199 

T32966 

N29508 

N26919 

N26910 , 

H16757 

;427T32 
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Figure 4C (Con't) 

201 250 

Bikuni/i CGGCACCTGA ACGCCAGGCG CTCCATTGCG CGTGCGTT7G .AGCCGCTTC 

N40851 CGGCACCTGA ACGCCAGGCG CTCCATTGCG CG7GCGTNTG .ACGGGCTTC 

N39a7 6 CGGCACCTGA ACCCGACCCG CTCCATTGCG CGTGCGTTTG .AGGGGCTTC 

Raie94 CGGCACCTGA ACGCCAGGCG CTCCATTGCG CGTGCCTTTC .AGGGGCTTC 

HI 6866 .GGCACCTGA ACGCCAGGCG CTCCATTGCG CGTGCGTTTG .AGGGGCTTC 

R34aoa CGGCACCTGA ACGCCAGGCG CTCCATTGCG CGTCCGTMTG GACCCGCTTC 

T6605B CGGCACCTGA ACGCGAGGC. CTCCATTGCG .GTGCGTGTG NAGGGGCTTC 

NS7 4 50 CGGCACCTGA ACGCCAGGCG CTCCATTGCG CGTGCGTTTG .AGGGGCTTC 

N57374 CGGCACCTGA ACGCGAGGC. CTCCATTGC. CGTGCGTTNG .AGGGGCTTC 

R35464 

H94519 

N3979a 

aai30o 

R74S93 

R31730 

R34701 

H02992 

R32676 

T47439 

R7396B 

K39940 

H95233 

H39a41 

M3Q199 

T52966 

N29508 

N26919 

N2e9L0 

H167S7 

N27732 
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Figure 4C (Con't) 





2Sl 








300 




CCGCACCT Q 


ATCGCGAGAC 


CCCAACGGCT 


GGTGG CGTC 


GC TG CGCG 


N40851 


CCGCACCT.G 


ATCCCGAGAC 


CCCAACCGCT 


GGTGG . CGTC 


CCCTC . CGCG 


N39B'76 


CCGCACCT.G 


ATCGCGAGAC 


CCCAACGCCT 


GGTGG. CGTC 


CCCTC.CGCG 


Ra7894 


CCGCACCT *G 


ATCGCGAGAC 


CCCAACCGCT 


GGTMG.CGTC 


GC . TN . CGCG 


H16B66 


CCGCACCT -G 


ATCCCGAGAC 


CCCAACCGCT 


GGTNG .CGTC 


GC , TGGCCCC 


R34B08 


CCGCACCT.G 


ATCGCGAGAC 


CCCAACCGCT 


GGTGGGCCTC 


GC . TC * CGCG 


T6605a 


CCGCACCT .G 


ATCGCGAGAC 


CCCAACCGCT 


GGTGG . CGTC 


* ^ Vpl » X* VJ ^ 




CCGCACCT * G 


ATCGCGAGAC 


CCCAACCGCT 


GGTGG .CGTC 


CCCTG CIGCT. 


H57374 


CCGGAACTTG 


ATCGCGAGAC 


CCCAACCGCT 


GGTGG CCTC 


Gf Tr ctzrr 
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R74593 
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H02982 
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T47439 












R73968 












839840 
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H3994L 
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N26919 












N26910 












H16757 












N2 77 32 













SUBSTJIUTE SHEET mULE_26> 
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Figure 4C (Con't) 





30i 








35C 


Bikunin 


?C TCGGCTG 


AGCT GGCCA 


rCGCCCANT 


CTTGC GCGC 


T GAGGC GC 


N4085X 


TC.TCCGCTC 


AGCT . CGNCA 


TGTCG 






N39a76 


TC . TCGGCTC 


AGCT. GGCCA 


TGGCGCACT . 


G . TCCGGNCC 


T.GACGC.G 


RS7a94 


TC.TCCGCTG 


AGCTTGGCCA 


TGGCCCANT . 


GTTNC . GGGC 


T . NACGC . GG 


H16B£6 


TTCTCGGCTG 


AGCT. GGCCA 


TGGCGCANT . 


GTTGC.CNGC 


T . GAGGC . GG 


R34a08 


TCTTCGGCTC 


ACCTGCCCCA 


TCGCGCANTT 


GTTGC.CGGC 


T. GAGGC. CG 


T6€05e 


TC. TCGGCTC 


AGCT. GGCCA 


TGGCGCANT . 


GTTGC.CNGC 


T. GAGGC. GC 


N51450 


TC.TCGCCTG 


AGCT. GGCCA 


TGGCCCANT . 


CCTGC.CCCC 


TTCACCC.GC 


N513')4 


TCCTCGCCTC 


AGCT, GGCCA 


TGGCGCANT . 


GCTGCCGNGC 


T . CACCCCCC 


R3S464 












H94S19 












N39798 












H97300 
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M30199 












T52966 
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Figure 

35i 



4C (Con't) 



400 



BitcuAin 

H16866 

T660S8 
N574S0 
K57374 

H94519 
N39798 
Ha7300 
R74593 
R31730 
R34701 
H02982 
R32676 
747439 
R73 968 
H39840 
H95233 
H39e41 
M30199 
T52966 
N29508 
N26919 
N26910 
HI 67 57 
N2n32 



AC GG CG 
ACG. 

AC . . CCNCGT 
ACGCGGNCG. 
. . XGGNCG. 
ANN.NCCCC. 
AG. .GGCCGG 

GTCC. 

.CCNCCGCC, 



TTTCtCG CC TGCTGGG A TCGCT CC T CCTCTCT 

TTTTCTTCG. CCTTGCTCGC ATTCGCTTCC TTCCTSTCTG 
.TTTTTTCGN CCTTCCTCCG ATTCG.TTC. TTWCTCTCTN 
.TTTTCTCG- CC . TGCTGGG A, TCGCT. GC T.CCTCTCT. 
..TTTCTCC. CC, TGCTGGG A. TCGCT. CC T.CCTCTCT. 
,.TTTCTCG. CCTTGCTGCG A. TCGCT. GC T^CCTCTCTG 
. . TTTCTCC . CCTGGCTGGG A . TCGCT . GC T . CCTCTCT . 
.,TTNNTCC. CN. TGCTGGG A.TCCCT»GC A. CCTCTCT. 
CTGCG AMTCGCT.GC T. CCTCTCT. 



SUBSTITUTP 5:;HCC-r fPMi n of^\ 
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Figure 4C (Coa't) 

401 450 

BiJcunin GGGG TCCTG G CGGCCGA CCGA GAACG CA GCA TCC ACGACTT CT 

HI 6866 GCGGTTCCTG CC.CGGCCGA CCGA. GAACG CA. GCA, TCC AAGAATTTTT 

R34 30a CGCGTTCTC CGGNGGCCCA NCGA. GAACG CAAGCA.TTC ACCA.TTT 

TS6058 GGGG. TCCTG G..CGGCCGA CCGA. GAACG CA. GCA, TCC ACGANTT.CT 

N57 4 50 GGGG. TCCTG G..CCGCCGA CCGA. GAACG CA, CCA, TCC ACGACTT. CT 

4 GCCG. TCCTG C. .CGCCCCA NCGAAGAAKG CA*GCAATCC ANGAATTNCT 

GGGG. TCCTG C.CCGGCCGA CCGA-GAACG CA. GCA. TCC ACGACTT. CT 

H94519 GGGG.TCGNG G..CGGCCGA CCGA. GAACG CA. GCA. TCC ACGACTT, CT 

N397 98 GGGG. TCCTG CCCGCCGA CCGA. GAACG CA. GCA. TCC ACGACTT. CT 

Ha?300 

R74593 

R31730 

R34701 

H02982 ; 

R32676 

T47439 

R73968 

H39a40 

H95233 

H39841 

N30199 

T52966 

N29SQa 

N26919 

N26910 

H167S7 : 

N27732 
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rxgurm AC (Con't) 

451 5GC 

Bikunin GCCTGCTGT CGAACGT GG TGGGCACATG CCCGO CCTC CATGCC7A G 

HieB66 GCC 

T66058 TCCTGGTGTT CCAAGC 

M 51 4 SO GCCTGGTGT. CGAAGGT.GG TGGGCAG 

GCCTGGTGTT CGAAAGTTGC TCCGCANATT CCGGGGCCTT CATGNCTAAC 

R35 4 64 GCCTGGTGT, CGAAGGT.GG TGGGCAGATT CCGGG.CCTC CATGCCTA.G 

H94S19 GCCTGGTGT, CGAAGGT.GG TGGGCACATG CCGGG.CCTC CATGCCTA.G 

N39798 CCCTGGTGT. CGAACCT.CC TGGGCACATG CCGGG.CCTC CATGCCTA.G 

HS7300 

R74S93 

R31730 

R34701 

H02982 

R32 676 *. 

T47439 

R7396a 

K39840 

H95233 

H39841 

N30199 

T52 966 

N29S08 

N26919 

N2e9l0 

H16757 

H27732 
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rigur* 4C (Con't) 

501 55G 

BiJcunin G TGGT CGT ACAATGTCAC TCACCCATCC TCCCAGCTGT TTGTCT ATG 
GTTCGTTGCT ANAATGTNAA TTAANGATTC TTCCAACTGT TTGTGTNATT 

R354 64 G.TCGT.GCT ACAATGTCAC TGACGGATCC TGCCAGCTGT TTCTGT.ATG 

H94 519 G*TGGT.GGT ACAATGTCAC TGACGGATCC TGCCAGCTGT TTCTGT.ATG 

N39T99 G. TGGT. CGT ACAATGTCAC TGACGGATCC TGCCAGCTGT TTCTGT.ATG 

H873Q0 

R74593 

R31730 : 

R341Q1 

H02982 * » 

R326'76 

T4T439 

R739Sa 

H39840 

H95233 

H39841 

N30199 

T52966 

N29508 

N26919 

N2€91C 

H16751 

N27732 



55 1 600 

BiJcunin GGGGCTGTGA CGGAAACA GCAATAATTA CCTGACCAAG CA CGACTCC 

N57 374 CGCGCTNTTA AACGCAAANA .CAATAATKA CCTGACCAAA GAAGNAAT., 

R354 64 CGGGCTCTGA , .CGGAAACA GCAATAATTA CCTGACCAAG CA.CCAGTGC 

H94519 GCGGCTGTGA ..CGGAAACA GCAATAATTA CCTGACCAAG GA.CGAGTCC 

N3979B CCGGCTaTGA CGGAAACA GCAATAATTA CCTGACCAAG GA . CGAGTGC 

HB7300 GATTCGGCAC ACGGGAAACA GCAATAATTA CCTGACCAAG GA.CCAGTNC 

aT4 593 ' GCAATAATTA CCTGACCAAG GA.CGAGTCC 

R3;130 

R34701 

Ha2982 

R32676 ' 

T47439 

R-'3968 

•i39840 

H9S233 

H39841 

N'3C199 

r32966 

S29508 

N2S919 

h;269l0 

H1675? 

N27732 
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Figure 4C (Con't) 

601 63C 

Bikunxn CTCAAGAAAT GTGCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

R354 64 CTCAAGAAAT GTGCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

H94519 CTCAAGAAAT GTGCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

M397 98 CTCAAGAAAT GTGCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

H9 7300 CTCAAGAAAT CTNCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

R74S93 CTCAAGAAAT GTGCCACTGT CACAGAGAAT GCCACGGGTG ACCTCCCCAC 

R31730 

R34701 , 

H02982 

R32676 

T47439 

R73968 

H39S40 

H9S233 

H39841 

N30199 ' 

r529fie 

N2950e 

N26919 

N26910 

H16757 

N27732 



651 700 

BiJcunin CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGTGCTCCC AGAAGGCAGG 

R3S4 64 CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGTGCTCCC AGAAGGCAGG 

H94 519 CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGTGCTCCC AGAAGGCAGG 

N3 97 9a CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGTGCTCCC AGAAGGCAGG 

Hfl7 3Q0 CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGTGCTCCC AGAAGGCAGG 

^7 4 5 93 CAGCAGGAAT GCAGCGGATT CCTCTGTCCC AAGT.CTCCC AGAAGGCAGG 

R31730 

R34701 

H02982 

R32676 

T47439 

K73968 

H39840 

H95233 

;-:39841 

N30199 

T52 966 

N29508 

K26919 

K26910 

iil6757 

N27732 
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Figure 4C (Con' t) 

7QL 750 

Biicunin ATTCT GAAC ACCACTCCAG CCATATCTT CAACTAT C AAGAATACTG 

R254 64 ATTCTTGAAG ACCACTTCAG CCATATGTTT CAANTATTGN AACAATAATT 

H94519 ATTCT. GAAC ACCACTCCAC CCATATCTT. CAACTAT.. G AAGAATACTG 

N397 98 ATTCT. GAAC ACCACTCCAG CCATATCTT. CAACTAT.. G AAGAATACTG 

487300 ATTCT. GAAG ACCACTCCAG CCATATCTT, CAACTAT.. C AAGAATACTG 

R7 4 5 93 ATTCT. GAAG ACCACTCCAG CGATATGTT. CAACTAT.. G AAGAATACTG 

R317 30 

R34701 

H029B2 

R32676 

T47439 : 

R7396e 

H39d40 

H95233 

K39841 , 

N'30L99 

TS2966 

N29S08 

S26919 . . 

N26910 

H16757 

N27732 



751 800 

BiJtunin CACCGCCAA CCCAGT CAC TGGGCC TTG CCGTG CAT CCTT CCCAC 

R 35 4 64 GCACCCNCAA CCNATT 

H94S19 GCACCGCCAA CCCATT.CAC TGGGCC .. TG CGTG.CAT. CCTT. CCCAC 

N39798 .CACCGCCAA CGCACT.CAC TGGGGCCTTC C.GTGGAAT. CCTTTCCCAC 

H87300 , CACCGCCAA CCCAGTNCAC TGGGCC. TTG C.CTCCCATN CCTT. CCCAC 

R'f4593 .CACCGCCAA CGCAGT.CAC TGGGCC. TTG CCCTG.CAT. CCTT, CCCAC 

R3n30 

R34701 

H02982 ; 

R32676 , 

T47439 

R73968 

H39a40 

H95233 

H39941 

N3C199 

T52966 

N29508 ^ 

N*269i9 

N26910 

H16757 

N27732 
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Figura 4C (Con't) 

850 

BiJtunin GCTGGTACTT T GACCTGGA GA CGAACTC CTC CAATAA CTTCATCTAT 

H9^519 GCTGGTACTT T.GNCGT 

N 3 97 99 GCTGCNAATT TNGACGTTGA GAAGCAAC 

H87300 GCTNCTACTT T.CACGTGGA GA. CGAACTC CTCGCAATAA CTTCATCTAT 

R74593 GCTGGTACTT T.GACGTGCA GA. CGAACTC CTG. CAATAA CTTCATCTAT 

R31730 

H34701 ' ' 

**02982 GA GA. CGAACTC CTG. CAATAA CTTCATCTAT 

^^^^^^ G ATTC. .CGAA 

T47439 ^ 

R73968 !!!!!! 

H39B40 [..] [ 

H9S233 ,..[., ,[ [ 

H39841 * ' 

N30199 , 

T52966 *^ "* 

N2950a 

N26919 

N2691C 

Hlfi757 

M27732 \[[ 

900 

BiJcunin GGAGGCT GC CGGGGCAAT AAGAACAG C TACCGCTC T GAGGAGCCCT 

H87 3O0 GGAGGCrrCC CGGGGCAATM AAGAACACWT TACCGCTCTT TACGAGGCCT 

R74593 CCACCCT.CC CGGGGCAAT. AAGAACAG . C TACCGCTC . T GAGGAGCCCT 

G.C TACCGCTC. T GAGGAGCCCT 

R34701 

H02992 GGNGGCT.GC CGGGGCAAT. AAGAACA . NC TACCGCTC. T GAGGAGCCCT 

R32676 CCAGGA..CC CGGGGCAAT. AAGAACAG . C TACCGCTC. T GAGGAGCCC- 

KGGCCT 

R73968 

H39840 

H95233 

H39841 

N30199 y 

T52966 [[[[[ 

N29508 *** 

N2S919 ' 

N2691Q ^ 

H:6757 

N27732 
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Figure 4C (Con't) 

901 950 

Bllcunin GCA TCCTC CGCTGCTTCC GC CA GCAGGA 

887300 .GCA.T 

R74593 .GCA. TCCTC CGCTGCTTCC GC CA. GCAGGA 

R31730 .GCA.TGCTC CGCTGCTTCC GC CA. GCAGGA 

^^^^01 TTCC GC CAAGCAGGA 

H02 982 .CCC. TCCTC CGCTGCTTCC GCTGTSTGTT CTCTTCCACG CCA .GCAGGA 

R32 67 6 .GCA.TGCTC CGCTGCTTCC GC C A, GCAGGA 

T4 7439 TGCAGTCCTC CGCTGCTTCC GC C A. GCAGGA 

R73968 

S39840 

H95233 

H39841 

N30199 

T52966 

M2 9508 

N26919 ; 

M2 6910 ■ 

H16757 

N'27732 

iOOO 

Bi)cunxn GAA TCCTCC CCTGCCCCTT GGCTCAAAGG TGCTGGTTC TGG CGGGGC 

R7 4S93 GAA. TCCTCC CCTGCCCCTT GGCTCAAAGG TGGTGCTTC . TCG£CGGCGC 

R317 30 GAA. TCCTCC CCTGCCCCTT GGCTCAAAGG TGCTGGTTC. TGG. CGGGGC 

R34 701 AAANTCCTCC CCTGCCCCTT GGCTCAAAGG TGGTGGTTCC TGG. CGGGGC 

H029B2 GAA. TCCTCC CCTGCCCCTT GGCTCAAAGG TGGTGGTTC . TGG. CGGGGC 

R32 67 6 GAA. TCCTCC CCTGCCCCTT GGCTCAAAGG TGGTGGTTC. TGG. CGGGGC 

T4 7 4 39 GAA. TCCTCC CCTGCCCCTT GGCTCAAAGG TGGTGGTTC. TGG CGGGGC 

CGGGGC 

H39a40 

H95233 

H39841 * " — • 

N30199 

T52966 

N29508 , 

N26919 ^ *| 

N269L0 

H16757 

N27732 
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Figure 4C (Con't) 

^00'^ 105: 

Bikunin TGTT CGTGA TGGTGTTGAT CC T CTTCC TCGG AGCCT CC ATGGTC 

R74593 TCTTJCGTGA TGGTGTTGAT CCTT,.TTCC TGGGGAGCMT CC.ATCGTCT 

R31730 TGTT. CGTGA TGGTGTTGAT CC.T. CTTCC TGGCGAGCCT CC. ATGGTC, 

R34701 TGTT. CGTGA TGGTGTTGAT CCCTCCTTCC CGGG. AGCCT CCCATGGTCC 

H029e2 TGTT. CGTGA TGGTGTTGAT CCT. CTTCC TGCG. AGCCT CC.ATGCTN. 

R32676 TGTT. CGTGA TGGTGTTGAT CCT. CTTCC TGGG. AGCCT CC. ATGGTC. 

T47439 TGTT. CGTGA TGGTGTTGAT CCT. CTTCC TGGG. AGCCT CC. ATGGTC. 

R7 3 968 TGTT. CGTGA TGGTGTTGAT CCT. CTTCC TCGG. AGCCT CC. ATGGTC. 

H39840 

H95233 ^ 

H39841 ][ 

N30199 

T52 96e _ [,.,[[,[[ 

N29508 

N26919 

N26910 

H16757 

^21122 

i^si uoo 

Bitcunin TACC TGAT CCGGGTGGCA CGGACG AAC C AGG ACCG TGCCCTGCGC 

R7 4 5 93 TAC..TGATT CCGGGTGGCA AGGAGG . AAC C AGG. ACCG TGCCCTGCGC 

R317 30 TACC TGAT. CCGGGTGGCA CGGAGCGAAC CAGGGAGCG TGCCCTGCGC 

R347 0X TACCCTGAT. CCGGGTGGCA CGGAGG.AAC CCAGG.ANCG TGCCCTGCGC 

H029a2 TACC TGAT. CCGGGTNGCA CGGAGG.AAC CAGGGAGCG TGCCCTGCCN 

R32 67G TACC TGAT. CCGGGTGGCA CGGAGG.AAC C AGGGAGCg" TGCCCTGCGC 

T47439 TACCTGAT. CCGGGTWGCA CGGAGG.AAC CAGG.AGCG TGCCCTGCGC 

R73968 TACCTGAT. CCGGGTGGCA CGGAGG.AAC CAGG.AGCG TGCCCTGCGC 

^^^^^^ GGG-AAC CAGG.AGCG TGCCCTGCGC 

H93233 

H398';i 

^^^^^^ GACGAACC CANG.AGCT TCCCC7GCGC 

T52966 

N29508 *| 

N2€919 

N26910 

H16757 ' ' ' 

N27732 
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Figure 4C (Con't) 

1101 :i5c 

BiXunin ACCG TCT G GAGCTCCCGA GATGACAAGG AGCAGCTGG TGAACAAC 

R74593 ANCG.TCT.C GACCTTCCCA GATGACAAGG GNT 

R31730 ACCG.rCTGC GAGCTCCGGA GATGACAAGG GAGCAGCTCG GTGAAGAAC. 

R34 701 ACCC.TCT.C GAGCTCCGGA GATGACAAGG .AGCAGCTGG .TGAAGAAC. 

H02 982 ACCG.TCTNG GAGCTCCGGA GATGACAAGG .AGCAGCTGG .TGAAGAAC. 

1132 676 ACCC.TCTGG GAGCTCCGGA GATGACAAGG GAGCAGCTCG .TGAAGAAC. 

T4 7439 ACCC.TCT.C GAGCTCCCGA GATGACAAGG .ACCACCTCG .TGAAGAAC. 

R73 96a ACCC.TCT.C GAGCTCCGGA GATGACAAGG .AGCAGCTGG .TGAAGAAC. 

.439840 ACCCCTCT.G GAGCTCCCGA GATGACAAGG .AGCAGCTGG .TGAAGAAC. 

H9S233 

H39841 

N 301 99 ACCC.TCT.C GAGCTCCCGA CATNACAANG .AGCAGCTGN . TGAAGAACC 

T52966 

N29S0e 

N26919 

N26910 

H16757 

N27732 



ilSl 1200 

Biitunin ACATATGT C CTGT GACCG CCCTGT CGC C AACAGC A CT GGGGAA 

R3:7 30 ACATATGTTC CTCTTGACCG NCCTGTTCCC C.AACAGG.A TTGGGGGAA. 

R34701 ACATATGT. C CTCT-GACCG CCCTGT, CGC C.AAGACG.A CT.GCGCAA. 

H02982 ACATATGT .C CTGT. GACCG NCCTCTTCGN C.AAGACG.A CTNGCCCAAA 

R32 676 ACATATGTTC CTCTTGACCG CCCTCTTCCC CAAGACCGA NTGGCGGAA. 

T4 74 39 ACATATGT. C CTGT. GACCG CCCTGT. CGC C.AAGACG.A CT.GCGCAA. 

R7 3968 ACATATGT .C CTGT. GACCG CCCTGT. CGC C.AAGACG.A CT.GCGCAA. 

ACATATGT. C CTGT. GACCG CCCTGT. CGC C.AAGACG.A CT.NCCCAA. 

H95233 

"39841 C. CCCTGT. CGC CCAAAAGG.A CT. GGGGAA. 

N3Q199 ACATATGT. C CTGT. GACCG CCCTNT.CGC C.AAGACG.A C7.GGGNAAA 

752966 

W2950a CC. CCCTKt.CGC C.AAGACG.A CT.GGC.AA. 

N26919 

N26910 

H16757 

N27732 
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Figura 4C (Con't) 

1201 

Biltunin GCCAGCGG AGACTAT C TCT GA GCT TTTTrr AA A TAGA GG 
.GCGAGGGGC A 

R34 701 .GCGACGGG, AGACTAT. G. TGT.GA.GCT TTTTTT. .AA A.TA 

H029a2 GCaciKCGCC. AGATTAT.G. TGTTGA.GTT TTTTTT..AA ANTAG 

R3267 6 GGGGAGGGCC AGAhTTATTCT TCTTGA.GNT TTTTTTTAAA ATTAGGACGG 

T47439 .GGGAGCGC, AGACTAT. G. TGT.GA.GCT TTTTTT..AA A.TAGA..CG 

R73968 ,GCG^GGGG, AGACTAT. G. TGT.GA.GCT TTTTTT..AA A.tAGA..GG 

tt39840 .GGCAGCGG. AGACTAT. G. TGT.GA.GCT TTTTTT..AA A.TACA. ,CG 

H9S233 

H 3 98 41 .GGGAGCGCA AAACKAT.C. TCT.GAACCT TTTTTT.AAA A.TACA..CC 

M30199 .GGGAGGNG. AGACTAT. G- TGT.AA.GCT TTTTTT,.AA A.TACA..GC 

T5a96€ 

N2 950a .GGCAGGGC. AGACTA. -G. TGT.GA.GCT TTTTTT. .AA A.TAGA..GC 

N26919 

N26910 ; 

HI 67 57 , , 

N27732 



Biicunin 
R32676 
T17439 
R739£a 
H39840 
H952 33 
H39841 
N30199 
T52966 
N29508 
N26919 
N'26910 
Hi6757 
S27732 



1251 13CC 
GATTGACTC GGATTTG A CT CATC A TTAGGG CT GAGCTCTG7T 
GNTTGANTTC CCCNTTTTNA GTTGATCCAT TTACCCCCNT GAG 
GATTGACTC . . GGATTTC . A GT . GATC , A . TTAGGG . . CT GAGGTCTNTT 
GATTGACTC . . GGATTTC .ACT. GATC . A . TTAGGG . . CT GACCTCTCTT 
GATTGACTC, .GGATTTC. A GT.GATC.A. TTAGGG.. CT CAGGTCTGTT 

A. TTAGGG.. CT GACCTCTCTT 

GATTGACTC. .GGATTTC. A GT.GATC.A. TTAGGG. .CT GACCTCTCTT 
GATTGACTC. .GGATTTGGA GT.GATC.A. TTAGGG. .CT CAGGTCTGTT 

GATTGACTC, .CCATTTG.A CT.GATCNA. TTAGGG, .CT GACCTCTCTT 



BiJtup. tn 
T4743q 
Rf3968 
K39340 
H9S233 
H3 98 41 
H30199 
T52966 

S2S919 

916757 
N27-r32 



1301 

TCTCTCGGAG GTAGGACGCC TCCt: 
TCTCTHGGAC GTAGGACGA 
TCTCTCGGAG GTAGGACGCC ZZCT' 
TCTCTCGGAG GTACGACCGC TGCT' 
WCTCTGGGAG NTAGGACGGC TCCC: 
TCNCTGGGAG GTACGACCGC TGCT: 
TCTCTCGGAG GTAGGACGGC TGCT' 

rCTCTCGGAG GTACGACCGC TCC7' 



135:: 



TC TGGCA GGGATGG 



"T-CTC C 



7CTTCGCA 
TC. TGGCA 
TC . TGGCA 
G G.rc. TGGCA 
C CTC.TuGCA 
^. ..TC. TGGCA 
G C.TC.TCGCA 



. GCGA' 

. gggatgg; 

. GGGATGG; 

.gccatcg; 

.GGGATGG; 
.CCGATGC: 
.CCGATGG, 



- TC , .Gl»^A . CGCATCGu . 
CGTCCTCNCA ACCNATCGGG 
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Figure 4C (Con't) 

1351 14CC 

BiJcunin TTTG CTTTG G AAATCCTC T AGCAGGCT CCTCCT CCC ATCG CC TC 

R"I3968 TTTG. CTTTG GCAAATCCTC TTNCCAGCCT CCTCCTTCCC ATCGGCCT7C 

H39840 TTTG. CTTTG CAGAATCCTC T.ANGAGGCT CCTCCT. CCC ATGC.CC.TC 

H 9 52 3 3 TTTG. CTTTG G. AAATCCTC T.AGCAGGCT CCTCCT. CGC ATGG.CC.Tr: 

H39941 TTTG. CTTTG G.AAANCCNC T.AGGAGCCT CCTCCT. CCC ATGC.CC.TC 

N30199 TTTG. CTTTG G. AAATCCTC T.AGCACGCT CCTCCTTCCC ATGG.CC.TG 

T52966 TTTG. CTTTG C, AAATCCTC T,ACGACCCT CCTCCT. CCC ATGG.CC.TG 

N29508 TTTG, CTTTG G. AAATCCTC T.AGGAGCCT CCTCCT. CGC ATGC.CC.TC 

M26919 CAGCCT CCTCCT. CGC ATGG.CC.TG 

N26910 CTTTT GN AAATCCTC T.AGGAGCCT CCTCCT. CGC ATGG.CC.TG 

H16757 TTTGCCTTTG G.AAANCCTC T,AGCAGGCT CCTCCT. CGC ATGC.CC.TC 

N27732 TTTG. CTTTG C. AAATCCTC TTAGCAGGCT CCTCCT. CCC ATCC.CC.TG 





1401 




BiKunxn 


CAGT CT GC 


CAGCAG CCC 


R7 39€8 


CACT.CTNGC 


CAGCANCCCC 


H39840 


CAGT.CT.GC 


CAGCAG, CCC 


H95233 


CAGTTCT, -G 


CAGCAG. CCC 


H39641 


CAGT.CT.GG 


CAGCAG. CCC 


N30199 


CAGT . CT . CG 


CAGCAG . CCC 


T52966 


CAGT . CT . GG 


CAGCAG . . CC 


H29S0e 


CAGT.CT. .G 


CAGCAG. CCC 


N269X9 


CAGT.CTTCG 


CAGCAG. CCC 


N26910 


CAGT.CT, .G 


CAGCAG . CCC 


H16757 


CAGTNCT.GG 


CAGCAGACCC 


H27732 


CAGT . CT . CC 


CAGCAG . CCC 




1451 




Sikunin 


TTT CCTCCA 


CCTAG ACT 


R7396B 


TTTTCCTCCA 


GGTAAGAATT 


K39B4C 


TTT. CCTCCA 


CCTAG . . AGT 


H95233 


TTT. CCTCCA 


GGTAG. .AGT 


H39841 


TTT.CCCCCA 


GGT AG . . AGT 


W30199 


TTT. CCTCCA 


GGTAG. .AGT 


T52966 


TTT , CCTCCA 


GGTAG. .ACT 


N29S0B 


TTT. CCTCCA 


GGTAG. .ACT 


M269I9 


TTT.CCNCCA 


GGTAG. .ACT 


N2 6910 


TTT. CCTCCA 


GGTAG. .ACT 


H16757 


TTTACCCCCA 


GGTAG . . AGT 


[J27732 


TTT, CCTCCA 


GGTAG . . AGT 



1450 

CGAGTTGTTT CC TCGCTG ATC GATTTC 

CCAGTTTTTT TCCTTCGCTG ATCCCATTTC 

CCAGTTCTTT .CC. TCGCTG ATC. GATTTC 

CGAGTTGTTT .CC. TCGCTG ATC GATTTC 

CGAGTTGTTN .CC. TCGCTG ATCGATNTC 

CCACTTCTTT .CC. TCGCTG ATC. GATTTC 

CGAGTTGTTT .CC. TCGCTG ATC. GATTTC 

CGAGTTGTTT .CC. TCGCTG ATC. GATTTC 

CCACTTCTTT .CC. TCGCTG A NC. GATTTC 

CGAGTTGTTT .CC, TCGCTG ATCGGATTTC 

CGAGTTGTTT ,CC. TCGCTG ATC. GATTTC 

CGAGTTGTTT ,CC. TCGCTG ANC. GATTTC 

1500 

TTTG TTTG CTTATGTTCA ATTCCATTCC 
TTTCTTTT 

TTTCTTTC. CTTATGTTGA ATTCCATTGC 

TTTC.TTTG. CTTATGTTGA ATTCCATTGC 

TTTC.tTTG. CTTATGTTGA ANTCCATTGC 

TTTC.TTTG, CTTATGTTCA ATTCCATTGC 

TTTC.TTTG. CTTATGTTCA ATTCCATTGC 

TTTC.TTTG. CTTATGTTCA ATTCCATTGC 

TTTC.TTTG. CTTATGTTCA ATTCCATTGC 

TTTC.TTTG. CTTATGTTCA ATTCCATTGC 
TTTCCTTTGN CTTATGTTGA ATTCCATTGC 

TTTC.TTTG. CTTATGTTGA ATTCCATTGC 



r Of' 



wo 97/33996 



PCT/US97/03894 



26/41 



Figur* 4C (Con't) 







1501 








153C 




Bikunin 


CTCTTTT CT 


CATCACAGAA 


GTGATGTTGG 


AATCGTTTCT 


TTTCTTT GT 




H39840 


CTCTTTT.CT 


CATCACAGAA 


GTCATGTTCC 


AATCGTTTCT 


TTTGTTTTGT 




H93233 


CTCTTTT. CT 


CATCACAGAA 


GTGATGTTGG 


AATCGTTTCT 


TTTCTTT. CT 




H39641 


CTCTTTT. CT 


CATCACAGAA 


GTGATGTTGG 


AATCGTTTCT 


TTTCTTT. CT 




N30199 


CTCTTTT. CT 


CATCACAGAA 


GTCATGTTCC 


AATCGTTTCT 


TTTCTTT. GT 




TS2966 


CTCTTTT. CT 


CATCACAGAA 


GTCATGTTCC 


AATCGTTTCT 


TTTCTTT. CT 




N29S0B 


CTCTTTT . CT 


CATCACAGAA 


CTGATCTTCG 


AATCGTTTCT 


TTTCTTT. CT 




N26919 


CTCTTTT, CN 


CATCACAGAA GTGATGTTGG 


AATCGTTTCT 


TTTCTTT. CT 




M26910 


CTCTTTT. CT 


CATCACAGAA 


GTGATGTTGG 


AATCGTrrCT 


TTTCTTT . GT 




H16757 


CTCTTTTACT CATCACAGAA GTCATGTTCC AATCGTTTCT 


TTTCTTT. GT 




N27732 


CTCTTTT. CT 


CATCACAGAA 


GTGATGTTGG 


AATCGTTTCT 


TTl'GTTT.GT 






1551 








1603 




BiTcunm 


CTCATTTATG 


G TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTACCATT 




H39d40 


CTGATTTATG 


GGTTTTTTTT 


AAGTAT 








H95233 


CTCATTTATG 


G. .TTTTTTT 


AACTATAAAC 


AAAACTTTTT 


TATTAGCATT 




H39a41 


CTGATTTATG 


G. .TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTACCATT 




M30199 


CTGATTTATtS 


C - . TTTTTTT 


AACTATAAAC 


AAAACTTTTT 


TATTACCATT 




752966 


CTGATTTATC 


G * * TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTACCATT 


"r? 1 
1 U 


N29S08 


CTGATTTATG 


G. .TTTTTTT 


AACTATAAAC 


AAAACTTTTT 


TATTAGCATT 




K26919 


CTGATTTATC 


G. .TTTTTTT 


AAGTKTAAAC 


AAAAGTTTTT 


TATTAGCATT 




N26910 


CTGATTTATC 


G. .TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTAGCATT 




H16757 


CTGATTTATG 


G. .TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTAGCATT 




N2 7 7 32 


CTGATTTATG 


G , . TTTTTTT 


AACTATAAAC 


AAAAGTTTTT 


TATTACCATT 






1601 








165C 




Bikunin 


CTGAAACAAG 


GAAAGTAAAA 


TCTACAAGTT 


TAATAAAAAG 


CGGCCTTCCC 




K95233 


CTCAAAGAAG 


GAAACTAAAA 


TGTACAACTT 


TAATAAA 






H39a41 


CTGAAACAAG 


GAAAGTAAAK 


TGTACAAGTT 


TAATAAAAAG 


CCGCCTTCCC 




H30199 


CTCAAAGAAG 


GAAAGTAAAA 


TCTACAAGTT 


TAATAAAAAG 


CGGCCTTCCC 




TS2966 


CTCAAAGAAG 


GAAACTAAAA 


TGTACAAGTT 


TAATAAAAAG 


CGGCCTTCCC 




H29508 


CTGAAAGAAC 


GAAAGTAAAA 


TGTACAAGTT 


TAATAAAAAG 


CGGCCTTCCC 




N26919 


CTCAAAGAAG 


GAAAGTAAAA 


TGTACAACTT 


TAATAAAAAG 


CGGCCTTCCC 




N26910 


CTCAAAGAAG 


GAAAGTAAAA 


TGTACAACTT 


TAATAAAAAG 


CGGCCTTCCC 




HI6757 


CTGAAACAAG 


GAAACTAAAA 


TCTACAAGTT 


TAATAAAAAG 






«27732 


CTCAAAGAAG 


GAAACTAAAA 


TGTACAAGTT 


TAATAAAAAG 


CGGCCTTCCC 






1651 






1689 






Biieunin 


CTTTAG AAT 


AAAAAAAAAA 


AAAAAAAAAA 


AAAAAAAAA 






H39841 


CTTTAA. 












N30199 


CTTTAG. AAT 


AAA 










752966 


CTTTAGGAAT 


NAAAANAAAA 


AAGGGTC 








N2 9508 


CTTTAG. AAT 


AAATTTCACC 


ATGTCCTTTC 


AA 






fi26919 


CTTTAG. AAT 


AAAAAAAAAA 


AAAAAAAAAA 


A 






N36910 


CTTTAG. AAT 


AAATTTCACC 




AAAAAA 






H16TS7 


CTTTAG. AAT 


AAAAAAAAAA 


AAAAAAAAAA 


AAAAAA 






S2 7132 


CTTTAG, AAT 


AAAAAAAAAA 


AAAAAAAAAA 


AAAAAAAAA 
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nGURE4D 

EST consans MLBAEADGVS RLLGSLLLSG 
EST conaena WYNVTDGSCQ LFVYGGCDGN 
EST conaens AADSSVPSAP RRQDSEDHSS 
EST conaena RNSCNNFIYG GCRGNKNSYR 
EST conaena FVMVLILFLC; ASMVYLT RVA 
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VLAADRERSI HDFCLVSKW GRCRA.SMPRW 5 0 
SNNYLTKEEC LKKCATVTEN ATGDLATSRN 100 
DMFNYEEYCT ANAVTGPCRA SFPRWYFDVE 150 
SEZACMLRCF RQQENPPLPL GS KVWIJKGI. 200 
RRNQERALRT VWSSGDDKEQ LVKNTYVL 24 8 
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nGURE4E 



cDNA ACC 3 

translation T ,47 

cDNA TGATCGCGAG ACCCCAACGG CTGGTGGCGT CGCCTGCGCG TCTCGGCTGA 3 3 

translation .SRD PNG WWR RLRV SAE -30 

CDMA GCTGGCCXTG GCGCAGCTGT GCGGGCTGAG GCGGAGCCGG GCGTTTCTCG 10 3 

translation LAM AQLC GLR RSR AFL A-13 

cDRA CCCTGCTGGG ATCGCtGCTC CTCTCTGGGG TCCTGGCGGC CGACCGAGAA 153 

translation LLG SLL LSGV LAJW ORE 4 

cDNA CGCAGCATCC ACGACTTCTG CCTGGTGTCG AAGGTGGTGG GCAGATGCCG 203 

translation RSIH DFC LVS KVVG RCR 21 

CDNA GGCCTCCATG CCTAGGTGGT GGTACAATGT CACTGACGGA TCCTGCCAGC 2 53 

translation ASM PRWW YNV TDG SCQL3a 

CDNA TGTTTGTGTA TGGGGGCTGT GACGGAAACA GCAATAATTA CCTGACCAAG 303 

translation rVY GGC DGNS NNY LTK 54 

CDNA GAGGAGTGCC TCAAGAAATG TGCCACTGTC ACAGAGAATG CCACGGGTGA 3 53 

translation EECL KKC ATV TENA TGD 71 

CDMA CCTGGCCACC AGCAGGAATG CAGCGGATTC CTCTGTCCCA AGTGCTCCCA 4 03 

translation LAT SR NA'ADS SVP SAP R 88 

CDNA GAAGGCAGGA TTCTGAAGAC CACTCCAGCG ATATGTTCAA CTATGAAGAA 4 53 

translation RQD SED HSSD MFN YEE 104 

cDNA TACTGCACCG CCAACGCAGT CACTGGGCCT TGCCGTGCAT CCTTCCCACG 503 

translation YCTA NAV TGP CRAS FPR 121 

cDNA CTGGTACTTT GACGTGGAGA GGAACTCCTG CAATAACTTC ATCTATGGAG 5 53 

translation WYF OVER NSC NNF lYGG 138 

CDNA GCTGCCGGGG CAATAAGAAC AGCTACCGCT CTGAGGAGGC CTGCATGCTC 60 3 

translation CRG NKN SYRS EBA CML 154 

CDNA CGCTGCTTCC GCCAGCAGGA GAATCCTCCC CTGCCCCTTG GCTCAAAGGT 653 

translation RCFR QQE NPP LPLG SK5il71 

CDNA GGTGGTTCTG GCGGGGCTGT TCGTGATGGT GTTGATCCTC TTCCTGGGAG 7C3 
translation Y Y L A G L f v m v t. i F L n A 188 

cDNA CCTCCATGGT CTACCTGATC CGGGTGGCAC GGAGGAACCA GGAGCGTGCC 753 
translation 2 Cij H 2 U I RVAR RNQ ERA 204 



CDNA CTGCGCACCG TCTGGAGCTT CGGAGATGA 

translation LRTV WSF GD 



732 
213 
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nGURE4F 



cDNA GCACGAGTTG GGAGGTGTAG CGCGGCTCTG AACGCGCTGA GGGCCGTTGA 50 

CDNA GTGTCGCAGG CGGCGAGGGC GCGAGTGAGG AGCAGACCCA GGCATCGCGC 100 

CDNA GCCGAGAAGG CCGGGCGTCC CCACACTGAA GGTCCGGAAA GGCGACTTCC 150 

cDNA GGGGGCTTTG GCACCTGGCG GACCCTCCCG GAGCGTCGGC ACCTGAACGC 200 

CDMA GAGGCGCTCC ATTGCGCGTG CGCGTTGAGG- GGCTTCCCGC ACCTGATCGC 250 

cDNA GAGACCCCAA CGGCTGGTGG CGTCGCCTGC GCGTCTCGGC TGAGCTGGCC 300 

CONA ATGGCGCAGC TGTGCGGGCT GAGGCGGAGC CGGGCGTTTC TCGCCCTGCT 350 

translation maql cgl rrs Rafl all -11 

cDMA GGGATCGCTG CTCCTCTCTG GGGTCCTGGC GGCCGACCGA GAACGCAGCA 400 

translation GSL LLSG VLA ADR ERSI 7 

cDNA TCCACGACTT CTGCCTGGTG TCGAAGGTGG TGGGCAGATG CCGGGCGTCC 4 50 

translation HDF CLV SKVV GRC RAS 23 

CDNA ATGCCTAGGT GGTGGTACAA TGTCACTGAC GGATCCTGCC AGCTGTTTGT 300 

translation MPRW WYN VTD GSCQ LFV 40 

CDNA GTATGGGGGC TGTGACGGAA ACAGCAATAA TTACCTGACC AAGGAGGAGT ^zZ 

translation YGG CDGN SNN YLT KEECS? 

cDNA GCCTCAAGAA ATGTGCCACT GTCACAGAGA ATGCCACGGG TGAGCTGGCC 600 

translation LKK CAT VTEN ATG DLA 73 

CDNA ACCAGCAGGA ATGCAGCGGA TTCCTCTGTC CCAAGTGCTC CCAGAAGGCA 650 

translation TSRN AAD SSV PSAP RRQ 90 

cDNA GGATTCTGAA GACCACTCCA GCGATATGTT CAACTATGAA GAATACTGCA 700 

translation DSE DHSS DMF NYE EYCT107 

C0NA CCGCCAACGC AGTCACTGGG CCTTGCCGTG CATCCTTCCC ACGCTGGTAC 7 50 

translation ANA VTG PCRA SEP RWY 123 

CDNA TTTGACGTGG AGAGGAACTC CTGCAATAAC TTCATCTATG GAGGCTGCCG 800 

translation FDVE RNS CNN FIYG GCR140 

cDNA GGGCAATAAG AACAGCTACC GCTCTGAGGA GGCCTGCATG CTCCGCTGCT 850 

translation GNK NSYR SEE ACM LRCF157 

cDNA TCCGCCAGCA GGAGAATCCT CCCCTGCCCC TTGGCTCAAA GGTGGTGGTT 900 

translation R Q Q ENP PL PL GSK V V V 17 3 

cDNA CTGGCGGGGC TGTTCGTGAT GGTGTTGATC CTCTTCCTGG GAGCCTCCAT 950 
translation t. a G l f y a Y L Z L E L Q h S H 1^0 

cDNA GGTCTACCTG ATCCGGGTGG CACGGAGGAA CCAGGAGCGT GCCCTGCGCA 1000 

translation v y l t RVA RRN QER ALRT207 

cDNA CCGTCTGGAG CTCCGGAGAT GACAAGGAGC AGCTGGTGAA GAACACATAT 10 50 

translation VWS SGD DKEQ LVK NTY 223 

cDNA GTCCTGTGAC CGCCCTGTCG CCAAGAGGAC TGGGGAAGGG AGGGGAGACT 1100 

translation V L * 225 
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nGURE4F(Con't) 



CDNA 


ATOTGTGAGC 


TTTTTTTAAA 


CDNA 


TTAGGGCTGA 


GGTC7GTTTC 


cDNA 


TGGCAGGGAT 


GGGTTTGCTT 


cDNA 


TGGCCTGCAG 


TCTGGCAGCA 


CDNA 


CTTTCCTCCA 


GGTAGAGTTT 


cDNA 


TTTTCTCNAT 


CACAGAAGTG 


cDNA 


TTTATGGTTT 


TTTTAAGTAT 


cDNA 


GAAGGAAAGT 


AAAATGTACA 


cDNA 


AATAAATTTC 


CAGCATGTTG 


1550 







TAGAGGGATT GACTCGGATT TGAGTGATCA 1150 

TCTGGGAGGT AGGACGGCTG CTTCCTGGTC 1200 

TGGAAATCCT CTAGGAGGCT CCTCCTCGCA 1250 

GCCCCGAGTT GTTTCCTCGC TGATCGATTT 1300 

TCTTTGCTTA TGTTGAATTC CATTGCCTCC 1350 

ATGTTGGAAT CGTTTCTTTT GTTTGTCTGA 14 00 

AAACAAAAGT TTTTTATTAG CATTCTGAAA 14 50 

AGTTTAATAA AAAGGGGCCT TCCCCTTTAG 1500 
CTTTCAAAAA AAAAAAAAAA AAAA 
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nGURE4G 



EST conaeno 
PGR cion« 
XcDNA clone 



MLR ASADGVSRtL GSLLLSGVLA 
MAQLCGL RRSRAFLALL GSLLLSGVLA 
MAQLCGL RRSRAFLALL GSLLLSGVLA 



-1 

-I 
-1 



EST consena ADRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV yGGCDGNSNN 50 
PGR clone XDRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV rGGCDGNSNN 50 
XcDNA clone ADRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV YGGCDGNSNN 50 

EST conaena YLTKEECLKK CATVTENATG DLATSRNAAD SSVPSAPRRQ DSEDHSSDMF XOO 
PGR Clone YLTKEECLKK CATVTENATG DLATSRNAAD SSVPSAPRRQ DSEDHSSDMF 100 
A.CDNA clone YLTKEECLKK CATVTENATG DLATSRNAAD SSVPSAPRRQ DSEDHSSDMF 100 

EST conaena NYEEYCTANA VTGPCRASFP RWYFDVERNS CNNFIYGOCR GNKNSYRSEE 150 
PCR Clone NYEEYCTANA VTGPCRASFP RWYFDVERNS CNNFIYGGCR GNKNSYRSEE 150 
XcDNA Clone NYEEYCTANA VTGPCRASFP RWYFDVERNS CNNFIYGGCR GNKNSYRSEE 150 

EST conaena ACMLRCFRQQ ENPPLPLGSK VWLAGLFVM VLTT.FT. t^ASM VYLT RVARRN 200 
PGR Clone ACMLRCFRQQ ENPPLPLGSK VWIAfit.F VM VT.TT.FT.f;ASM VYLT RVARRN 200 
XcDNA Clone ACMLRCFRQQ ENPPLPLGSK VWLAf^LFVM VT.TT.FT. c;aSM VYLT RVARRM 200 

EST conaena QERALRTVWS SGDDKEQLVK NTYVL 225 
PGR Clone QERALRTVWS FGD 213 
XcDNA clone QERALRTVWS SGDDKEQLVK NTYVL 225 
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nCURES 
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Sample 
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Figure 10 
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Figure 13 
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Inhibitor (^M) 



